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CyTOFpower CyTOFpower: R-package to predict the power of a CyTOF experiment
Description

This package provides functions and a shiny app to predict the power of a CyTOF experiment.
Interactive shiny app to predict the power of a CyTOF experiment.

Usage
CyTOFpower ()

Value

Interactive shiny app.

Examples

# Launch the shiny app

if (interactive()) {
CyTOFpower ()

}
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